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TOHE L wE BT RO SN A T R REE

(=) BB

BEEDHTESE (PERSE/REFERTLILL BTN
B (Q018)) (IRBEFWELE SV ELFIERY F L BATEN
B WU BREERMNREE, BETHERSLEFH 2 T O
K (KR >38.3C) SARRIE (KB <36CT); @QuE>90 X%
/min B > A EFRIEF R L MEE;, OFRIME >0 K
/min, UK THIAAEFE 150 - OF @4 >12x10° /L& <
4x10° /L, B HEMBITERD; @C K &EHE (C-reactive
protein, CRP) > IE# 2 MrEZ; OF45EE (procalcitonin,
PCT) > IE% 2 M ArvEZ: @futE > 7. Tmmol/L 8 6. lmmol/L ( &
KRR ) BUR .

PREMREDBiirgE: ERESENEMS E, BAFLEREKID
K, ERDPBEEFENTELE EESREFRFTHIHKE (MAP)
> 65mm Hg, LK AnZ[ERKF > 2mmol/L,

12



AR EERPE: [1] Yang WS, Kang HD, Jung SK, et al. A
mortality analysis of septic shock, vasoplegic shock and
cryptic shock classified by the third international
consensus definitions  (Sepsis—3). Clin Respir .
2020; 14 (9): 857-863. doi:10.1111/crj. 13218 [2] Vincent JL,
De Backer D. Circulatory shock. N Engl J Med.
2013;369(18):1726-1734. doi:10.1056/NEJMral1208943 [3]
Evans L, Rhodes A, Alhazzani W, et al. Surviving Sepsis
Campaign: International Guidelines for Management of
Sepsis and Septic Shock 2021. Crit Care Med.
2021;49(11):e1063-e1143. doi: 10.1097/CCM. 000000000000533
7

H

FEDBRE: IREFERTETTES TN “RAR B%.
FERE CEFTHNEY « CFF - FRY o L - BRI .
CEIEFE R « (IR FH4.

(W) 7 ERALEE RS

1. o 7 [ 7 AL 3 AT

EERE: M XEE KW SN CER IR
WESEENTHEERABAESATEE UL ) @ H
%,2022,29(06): 1021-1025. % . AR, Kk AR
. RonER .

13



IR SNE e R, BRI IR TR B 2L 3K
SN W, 3 40 8 w746 4 AILAD 6 40 g 2 B N RGeS 3R E B T
HR BT W 4, AR IR E T B R, W ALBR B A, A “BRA
ZEWRL” .

W ARRER: FanE G4 NN, *Tie &2 8
e, RIN BB RS, BIRmEE, W “REZKEHE
L& .

W EH: MERESN, TandWA—FI K, BH
AR EME, TRANDFEHRUWPER, EREBHDE QK
JTEM RS, A CRAZEN/EGERKR .

2. W T [ R L R R SRR 7

FERE CGHM, X EE, KW F. A “EE IAKItA
REEWNFTEERNBES A BB I @ #H
#,2022,29(06):1021-1025. » DA K & & R E B R E I &
S, EAREFREENmEEES L, 27 THEER
ARk 38 B [ 47 BUg .

3. E G

FERE: G, X EE, KW F. A “EE IAFItA
REEWNFTEERNBES A BB I @ #H
& 02022,29(06): 1021-1025. K E B AL IE RIS IE . R IE 1 IF

>

o

14



K HiE T
(1) J5 6] kIR

RF B R B vk, AT 2022 48 05 A Z 2025 4
LAZB#HY TS BYEAAFF —MEER. mTHTFIAK
E. EMTHEER. ATRYRXFEER. £ FTHEER.
MMTTAER. R\LE+EERAD N IKS AR EH 100 4],
HAP AR 1S HA LG RIAKE 2 S HH 256, FRAKF 35
FA25 ). XA 25 Bl AEAFM 124, L1346, F#
H(E 45.17+2.75 %, AN 1.57+0.54 X; BRHEE1Er4
B 114 Lot 14 6], FR AT 46.52£3.01 &, mAR 4 1. 82
+0.74 K. BRI 2 5748 126, &M 134, S804 A4
45.72+2.91 %, AKX 2. 02+1.12K. FHEI S A EN
14 8], b 114, ERHA Y 48.8622.09 %, FHAK 3.56+
213 K, R 1. 2. 3415 xf Al b, AWM. Fi
ERRFRBARKETEHAREABEREZR (P>0.05) , HE
I R At BB AT 58 W] L B K

(2) L AT

%% (FEREE/REEART AL IETEE 2018) ) (K
EEFHEZEGVEERER) PR LHIRENTE: LR EE
MR LE, EETHIRRSMLEFH 2 3. OLK# (K>
38.3C) BAKIRIE (RIE<36°C) ; @Q0ZE >90 K/min B > f
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B4R IR QR 2 MR Z; OFFRME > 30 K/min, PR
THIRAEF 8 10 OB M4 > 12 x10° /L& <4x10° /L,
kB 4 i AR D @C R &H (C-reactive protein, CRP)
>EH 2 MrEE; OF45EE (procalcitonin, PCT) > E%
2 AFREZE; @AMuKE> 7. Tomol/L % 6. lmmol /L ( BAE G %)
BN ¥ 15 W

IR AR L O Wi irvE: TEIREENEM B, BIAFEEHKD
K, EASBREE RN T ILE EEL REFRFT X0 E (MAP)
> 65mm Hg, LK in%LERK-F > 2mmol/L.

(3) PNATE
O A M IE FCE I KE B B S
Q4F ¥ 18-80 &, MHIA[R;
ORI BT
OEFHEL X B EREALE MR ES.
(4) HeBrAmE
OABHOCE L LHH ARG THETARMNE. o
RGP BB RIEERE R L
OHEm TafBE, . B. . RIRFZEKEEH
T %
@ F it A 7 B[] < 24h;
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@4 9 A 2 S
© X A 5 o 2 kT
ORERMBES.
(5) FbrtrvE
O 4 & G NAR I T HR N S
QK L ERBEZARFRIEGT H;
OME T FHE A BT KA W # .
(6) Ji %7 0| hr v
e N B AR FR R R 2R, LB
TkE. BAE
ZRHEFETREAHRFNEZRFREFMEIN. O R
FERE: TRFEEFRRECENANTRF EF R
BEHIA T AHREHATHTNFILT, FHREHREZRE RS
HAR. HRF, ZTRELETELERAEETN, TEHTRE
BEZHE. AEF, TREKRANEZ. #HRXF, FATHEN
EWERZ R, OFRF AATREME: RELFRESHHE,
ZRHEHANFRBHFR, RITKFEAVAHE LR BFR, (2
TR RN Ry, WET “BRE” @ HE” ). AW
b T AR R, DR, dn FRmZ ISR A
BB EETEARFR; AFEE; BRI R B ARG E,
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TR E, TR WA AR E, Rk B H A Tk,

(7) THHZE

MNEU: 5 (PEKSE/REERTLEDBTHE
2018) ) , MEEHWFELT T ERIEFE. AL MR
B E F G AE BT VRGBS BT A F IR T
BbHE BN IR ERA.

B fExtBEAE R b, 2RIRAT (T EREN
B BRI R e IR R EA T ARAD ey R AR 1
5. KW 25U RIK 3 SH T

& RT3

(1) WRTRE

BT RE, WERANERTK. AHAGLAEREAR
56.57%, BRI 1572 (88.00%) . BIAE 25 H 4 (85.71%)
AR 35740 (80.00%) WEAMEHNHTHELL, £~
HHUFEX (P<0.05) . (X11)

= 11 IR FRLE R

ikl 23 (n) A% (n) T (n)  BACE(%)

g 9 24 25 56.57

BB 1 Sod 10 12 3 88.00%*
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BROAE 2 By 12 18 5 85.71*

BRBHE 3 2o5eg 10 14 6 80.00*

(2) RERFHE

FEGAARIAR 1. 2 40 3 57 B HIRJT A&y 1L-6. TNF-
o PCT RPN LB ATFZER (P>0.05) . KAF 157
. AR 2 57 HARIAR 357 Aie)7 &8 IL-6. TNF-a.
PCT K FHRAH LT ENER, ZREARUTFEX (P
0.05) . 3 Mk 12.

12 RAETEPR HLEL

25 IL-6 ( pg/ml) TNF-a ( ng/L) PCT (ng/ml)
N=pRgill] BTG =pRgillf BIr A b=y agiili BTG
(eS| 99.85+10.25 | 67.87+8.36° | 91.78+8.89 | 56.81+9.65" 6.90+1.46 | 3.83+1.39°
BREASE 150540 | 98.74£11.23 | 54.78+8.16™ | 92.31£8.29 | 39.35+£7.52" | 6.76£1.89 | 1.05+0.56™
FREASE 2 57540 | 101.4+9.78 56.47+9.21% | 94.72+8.38 | 42.71+7.39% | 7.89+2.13 | 2.34+0.21"
FREASE 3 5540 | 102.51+8.97 | 58.43+8.13" | 95.26£9.16 | 45.68+8.26™ | 8.01+2.23 | 2.45+0.26™
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(3) EAfbfEfrteix

T LA R A 1. 2 F0 3 5 7 4 B2 e /Y T fy ALT. BUN.
SCr A1 TBil A-Fig /¥ MR Gt F £7- (P>0.05) . KA 1
GA . RIAE 2 5 A A AR 3 5 7 4le Y 5 B ALT. BUN.
SCr #1 TBil K-FH WAL A iy 5 MK, ZREARITFEX
(P<0.05) . H W%k 13,

7= 13 HALRIR LR

24 5 ALT(U/L) BUN(mmol/L) SCr(umol/L) TBil(umol/L)

WOTH WITE ROTI WITR ROTE AITIR ORI ITE

[N 86.59+ 56.77+1. 44.65+ 23.57+1. 161.41+ 13422+ 37.84+£3 26.3343
4.21 65" 1.64 00" 4.21 1.24 41 21*

BREASE 15 85.99+  42.35+1. 4933+ 16.74+0. 164.22+ 95.65+2. 38.65+3 20.09+1
JieH 3.52 77 1.37 74% 3.94 127 46 224

BREASE 2 5 87.444. 432241, 52.64+ 16.77£0. 166.42+ 94.67+1. 39.94+3 19.99+1
JieH 03 64 1.61 41 4.24 47" 58 36%#

BRIHSE 3 5 88.46+  42.88+1. 54.18+ 17.31+£0. 167.52+ 93.55+1. 41.2543 19.28+1
Jre 55 1.37 44 3.55 87" 22 TT#

(4) SOFA 34>, APACHE II 3F 4 th %%

7 2 4 o BR IR 1.2 35 7 4 R 2 B JY BT WY SOFA i APACHE
HiEp BT RAITEZR (P>0.05) . RIAE 1 5 4.
B 2 5 7 A0 R % 3 5 7 4196 77 J& 9 SOFA fn APACHE II 3F
NIRRT HA G E L, ZRAFRITFEL (P<0.05) ,
LK 14,

% 14 SOFA F1 APACHEIESS 3%
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SOFA P43 APACHEIIVESy
NEy gl BIT A RITHT BTG
Pazh4H 13.3742.21  9.21+1.03* 18.75£1.19  16.07+0.73
BRIFIE 127740 12.98+2.16 5.41+1.42"%  18.41+1.69  13.24+0.62*
BREASE 2 572H 13.1142.64  5.04+1.67%  18.97+1.25 13.41+0.97*
BRI 3 2540 13.56+2.33 5.37+1.57%  18.67+1.35 12.94+0.31*

Pk 2 P K 57 P T B L @k A R 25 4 7 B R 2 ON L R S
5 WL HH .
3. MEKIE

BARE B £ BRI 2021 B In ik FJE A0 ik 5 MR o0 & 2 4
B . NTREERZNMET/ REMEKTHWEYS, HELHK
HIRT 3 h W E D H kA E 30 mL/kg B9 SR, fE IR E B A
b R TUPR ) T AR B SR

A\

FRPBTEERE (RFERRGTEESE GV B TR
RY . P E AR RER E 48 A4E (ARDS) D87 5 A LR A
BT 36 E (2023) ) o i B AE R 2 R 4 SUE I Fof 4 3F
W9 R B AR PR R g KM TR, #ET FREORE R
P FE AR B 347

mEFEEGEREESL (RFERRGTEES eV IRT
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FIRY , AFENAGME A B, EVERF RN
ATIRRENF T EMNELE. #HFFFE LRFIENE LS
Mg Y, EVTHREECERENREIC IR EHEE,
REZEBREAFRE LRFNERELEHY. LFEEAES
By 4 LB 2 A R A R B B L R B, U R B R E O A R
BREFELRF) . T HEFHRENES BREN T IERF .

BEFBEEBRE CREFEMRGFEESE 6D I8 L5t
"y .

BB HAE k0 FAF 2 24T T .
R £ X W6 T AR IE BB IR LR R 0 R S R A BT
B AR IR T

PUAR B S 4% KT/GXAS XXX P& JEA KX ARDS H 7 [ fig A/l
RIS PRGN WA PAT

R L (T/GXAS XXX JRFEA K ARDS o ¥ [ i Al
B R BORALEY WA HAT. T T EVRE S 0K F A
WA, A /N B SR BB SR, D B4
TR E . AHTNARN, IREVRE R EE B e o
FRT 48 K B A RGR A B R . TCU 4% B B ] R &R RR B Al AT
B2 FHIED, o IR E B3 2 A s M e P IR
fi. PR GLERA B0 B T LM 7 ik Ea T P BT R
1 ] 8] T T o e SR A 50 T 2K 24 A T 3 S B ] £ ]
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LBAE R R 25 M an A IR B A KRBk R TF, VT R AR
AR IR

MmAES I + 454 (Bvans L, Rhodes A, Alhazzani W, et
al. Surviving sepsis campaign: international guidelines
for management of sepsis and septic shock 2021. Intensive
Care Med. 2021;47(11):1181-1247.
doi: 10.1007/s00134-021-06506-y.

() ERER

KA 2021 FEGKRFEMKEERLEEETY UKRE
B R R I, R AR . R KA T B SF
HKIE.

() FRRBAE

RFELEEMNIERRNLER, S8 THXARRNAL
#,

(L) #&

RELEL VN IERRLE R, AT FEWUHTZHA
AL, EREE R BRI A B A

7~ EAREFREFHUEITIRERA R SERZEN, BElMEFREX
%

ZER, BWEANEAS “IREERw T iHERILBERKIE”
MRWIRE, 5 “IREIE” KXW RER: (T/CRHA 022—2023
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REFIED W Sia A ARY , ZmERESNAERE, RAY K
AP ERIEEA, BENFEERILEEREHTER.
AT N R TATIREE. E RS A E L E R, &5
B4 E A GB/T 1.1-2020 th E K.
. EXTEENALIRE IS KT
FIFEFH AR F TERSEE L.
J\. BF&ia
FIFE NG ETHEAR AT BE| AR E TR,

A ARAT v KR P AR ST o 7 2 i 1L ek 18 s 4
RALTED Frofe et TAEA
2025 45 F 10 H
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BFPF 1
e R 5 Hh 7 BRI RIE P25 24 77 B RS A LR BT 5T

2.6.2.1 BB 55k
(1) L5z

HEHL 6 H SD HEVE 6-8 AR K ERL, 1A 180~220g, 40 1 R 3 o St ik 5L
YA IRA R, SEIHITE RIFRE IR (IR 20~26°C . 1 50% ~60% ) T i 7
IR 7d, AmFEEIK, RABEIETRD:, K 6 HOCEBENL N A &SRz A ML
GrNESS A ERRRIEZG A I E 2GR 3 Ko ARSRIS b
LR EPC PR B oAttt I S sl 2 B b A N RN R 2006 4R 47
1 COCTER LR YIIHE SR IL) AR CHUE HEAT & BIRAE
(2) S5z

FRIASEE 1577 2419 20g. HERL 15g (SURZLIEE) | FIAT 20g. 4HF 15g (5
AD) | EE 10g. HIKF 20g (JERD) . AZ20g (59R1) . T2 15g (Jepl) . K H
L 20g . BEfl4: 15g. A1 15g. BT 15g. BesEA L 10g (AL | $5 10g. 2R/ 30g.
B 30g. MEFERE 30g, BRI 20g. PR 30g. 2536 15g. AT 10g. HiE K 30g. il
5 15g. FHE 10g. B0 IFES 10g. £IRE 30g. IRATHE 10g. KBS 15g. A%
15g, Al 15g, LA ey purp R RS MR ERE T 12 h 24 Bk, &
Ttk # BRI T 5 AHABUK R 1h, HUKRIZ 10min, SCKFFATE 20min
JEakuEs HIA 3 KR 20min JEad vk, PIUGEUEIE B9 LUR G I k4n =

2.04758 A 2h/mL 25K . A, B 10mL B9 E ERALZ P 2GR E T 4°CokEE, LSS
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oS AR A 0 Rl Ve
(3) ERE AR5 1G]

10%/K G5 (EMNBARAEVRHLAR ) | &K (FBFEHEYHARA
BRAT ) . BUR (EIRESFABRAR ) | A (JHIRESFERAR ) . LC-MS/MS &
Gi e A T PULAT Orbitrap %1% ( 3& [E ThermoFisher A F] ) o FEILIGN AR S5k
L3 15-16.

15 TR

H 5 ( Methanol ) 67-56-1 LC-MS %% CNWT echnologies
g ( Acetonitrile ) 75-05-8 LC-MS % CNWT echnologies
2 ( Formic acid ) 64-18-6 LC-MS %% SIGMA

L-2-S A N AR 103616-89-3  >98% iR R A R A

( 2-Chloro-L-phenylalanine ) F

72 16 SLEHNUANSIFR

A 1 B A Vanquish Thermo Fisher Scientific
15 1 PR Orbitrap Exp loris 120 Thermo Fisher Scientific
B L Heraeus Frescol7 Thermo Fisher Scientific
KF BSA124S-CW Sartorius
Ik B AX JXFSTPRP-24 EHEAERHCA R AT
afi K AL B D24 UV Merck Millipore
AL YM-080S BRI T A T4 IR
o 3 A ACQUITY UPLC BEH C18 1.7 um 2.1*¥100 Waters
mm

(4) 2591

B shysite ship sl RiVE IR 3% 7d J5, BENLAMA1IT44 T LA 254 A0 P

PRI 1575 A MBI E 2520 . SRITBREAET 1 SOriEs , AR E2S% (9
Py gn i B SRR ) L I (70kg) , B H 2 R SRR TR R A
1 6.3 fETTHRZR 250 B, 1 kvd, JEZE 7d,

QBRIAFL 1 55 AMBEAMIESS A SEARFBAFEKRIEES , 1 )k/d, 22 7d,
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(5) shiy s

29T 7d Ja, SRH 10%7KG5 %l (0.5mL/100g ) RIFEE KR . FREUE, %
SERIE ESKIFE 2h J5, FFHRIGEREC 15min, $EECETE, /A T-80°CIKA, B1E
JEEEAMUS I o
(6) IR

W2 FEARTEUK LR IRE 30 s, KEFEAR 4°C, 12000 rpm (#5077 13800 (xg)
4% 8.6 cm ) B0 15 min; BT 300ul F EP 4 H, A 1000 pL $BGH ( FEE. /K
=4: 1, WHRHEER 10pg/mL ) 5 E 30 s, PK/KIAHIAS 5 min;

-40°CHIE 1 h JoRHEAS 4°C, 12000 rpm (B> 77 13800 (xg) , P42 8.6 cm) Bl» 15
min; /NCHIECEIEZE 0.22um SFLIERGENE; -80°CHt A7 H & _EALAI

I3 : B 300pL IMEREAS, iNA 30pL #2#2( 2 mol/L ) ; W€ 1 min, 4°CH{E 15 min;
HEWIEFHEIIRSE, A 1.2 mL Z/iF; #5E 5 min, 12000 rpm ( #0277 13800 (xg),
A2 8.6 cm) B> Smin, BT 1350pL FWR T4 MIA 112.5 uL 80% H B ( PabRik
JEh 10pug/mL ) %, W€ 5 min, 12000 rpm ( Z5.00 77 13800 (xg) , 42 8.6 cm) &
O 5min; B 90pL BYE BN AL,

(7) LA

Vanquish ( Thermo Fisher Scientific) = S0BHHTE ] F 42 MU Kb i sh A 24k
BT o B A (3843 g . Waters ) UPLC BEH C18 (34 ( 1.7um * 2.1 * 100
mm), PERERFR SuL, . BHEBAA N min, FEE A0 hul/min, A F1 B AR#EIIA
0.1%H R, HILE 17,

R 17 WAHCIER S AR

0 400 95 5

3.5 400 85 15
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6 400 70 30

6.5 400 70 30
12 400 30 70
12.5 400 30 70
18 400 0 100
22 400 0 100
25 400 0 100
26 400 95 5
30 400 95 5

Orbitrap Exp loris 120 JFi i {GEME 7 1% Hil %14 ( Xcalibur, Thermo Fisher Scientific )

)T 3T FullScan-ddMS2 ZIREFAT—2% . Uil Buda R4 . R4S 8000 F « Sheath

gas flow rate : 30 Arb, Aux gas flow rate : 10 Arb, lon Transfer Tube Temp : 350°C,
Vaporizer Temp : 350°C, Full ms resolution : 60000, MS/MS resolution : 15000, Collision

energy : 16/32/48 in NCE mode, Spray Voltage : 5.5 kV  ( positive)d-4 kV ( negative).
(8) Hudlaabr

] XCMS BPPRRE BT 56 A o SEATOR BRI TRIER IE | W) | Wi | WAl
WA 554 AR, R B ST A P SR 2 AR VE LTS X & MSMS £
FIEETIEA T BT 4
2.6.1.2 4%
(1) HI7 A p s Ha

PERERIME . H 25 -UHPLC-QE-MS H 253 #EAR It A “p Al k47 204, 3t
S B R AR PR B AR 7 B AR R 20 FRIEBL ML (3R 18) o 4K
FIOMEREREIE . R FACHES AT 10 AT TIC Bbséonpl (1 15) .
* 18 BRIVEL 1 -5 0rmT 7 AR
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(15, 2R, 4aS, 6aS, 6bR, 10R, 11R, 12aR, 14bS)-10, 11-dihydroxy- / CI0HARM NA
1, 2, 6a, 6b, 9,9, 12a-heptamethyl-
2, 3,4, 5 6 6a, 7,8 8a,10, 11,12, 13, l4db—tetradecahydro—1H-
picene—da—carboxylic acid
(15, 2R, 4aS, 6aS, 6bR, 105, 11R, 12aR, 14bS)-10, 11-dihydroxy- ! CIOHAR NA
1, 2, Ba, 6b, 9,9, 12a-heptamethyl-
23,4, 5 6 6a, 7,8, 8a,10 11,12, 13, 14b—tetradecahydro—1H-
picene—da—carboxylic acid
dHydroxybenzoic acid -3 CTHeO3 NA
% F R
Alanine B CIHTND2 NA
Allomatrine R C15HZANZ0  Allomatrine
B
Anabasine W CloH14N2 NA
Corosolic acid HeE CI0H4BM NA
it
B =
i .
et { [ 1sest0 ‘
e !' I e |
= LI T I W
o I IR (PO ‘ Y o || L)
- ‘ H,l ‘\'\}\"; i g 1 I, " 4»*/“"“ |

Bl 15 IETE RN XBT1 FEAS TIC ARlEE]

e R R T AR BHET

2.6.3 BRFEEIR 5T P BSRRHLRIGE " 25 4 0 B T 2 A USR5 BB AT
2.6.3.1 M 25k o0 BRI

Bezs gl 25 ALRE 2 AR AE LU AL (venn plot) (19 AT R AR
T RE R R R—, TEHAR R R BT, s8R AR AN B
BT gt R, BREE AT R ZARIA MR, WL B R RZ
MBI AMLAEEL . 1B 16 SR BREAEE 1 577A 35 B 1 AR08y, 1708 Fft 11 A0

29



A, 105 B I G %085 o

JYB1D

A 105

J

K 16 MUIE 25901205 BUA
e BT B A AR A TR R 40 =2 TR A i, W T 8 AR SR 4 I =2 TR A Ryl e
A

2.6.3.2 AIMLBSI ARG 1T

FEDCHE IR B A B O HE R 2B ST R BT 4007, DA 155k 47
HHR WA, IR WAHDCR BN DGR KPR, MR
B BOMEAE-1 A0 1 2Z 8], (EA] DU T RN AT {H. tEARSGRY, r{EAE O A 1 2 18]
TURHIRI, o {E7E-1 10 ZIa), r F9ZEX) (DB 1, PIZS & A OQICFE LIRS , r Y4
SHEMFET 0, WHAE B SCHRBE RS . PRI 17,
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oo
e
B
£
R

K17 AMUSI AR SCHE T B AT
Pl PR AR RRIZ AL AR . AR E B G PRI AL E A E Y
FRREOUD, LEFIRIEMN, WEFORTAE, BiE BRRACEBER . R
IE W PR OIS S HA TR
2.6.2.3 MIZX LG B~ iy
(1) FRELIZIMIARA M\ L LU P A5
Wi SIS AR T2 SR L ChEMBL %088/ . TCMIO 45 Hrs SIS GV P 05 JFAR IR

WSCR NG PEXTAC I I A T 3%E , #EHX Percent Human Oral Absorption=30%, DL=
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0.18., &4 RUITR 19:
2 19 HERUSHCHITE SR (7T 7 17)

alpha-Linolenic acid 87, 3028 0. 459088 1488 F7

alpha—Linolenic acid B7. 3028 0. 4590881488 FFAR4
alpha-Linolenic acid B7. 3028 0. 4590881488 FFAR1
alpha—Linolenic acid B7. 3028 0. 4590881488 CYP19A1
alpha-Linolenic acid 87. 3028 0. 459088 1488 PPARG
alpha—Linolenic acid 87. 3028 0. 459088 1488 LMNA

alpha-Linolenic acid B7. 3028 0. 45908E | 4188 RECQL

(2) FIOCEG IR LR
BB M genecards K PR A AFBIRTRY P LR (3£20) o
20 KREFMIHIFHLAER (AT 7 17)

septic shock LHGDN P35318 ADM
septic shock LHGDN G15389 ANGPTI
septic shock LHGDN 015123 ANGPT2
septic shock CTD_human P29972 AQP1
septic shock LHGDN QOULZ3 PYCARD
septic shock LHGDN C7ELXR ADAMTS13
septic shock CTD_human P21730 ChAR1

(3) /A% VENN 231

PN ML E L PR TS A 2R LR B (venn plot) o T REIH—A
MRRR A, AR FRBBIEIE TS, RIS MBS e
JE/RTEIR 18 1,
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39

18 #8555 IR ( Venn plot of targets analysis )
e BIOASEBE G B R AN R R A5 = [ R, IR b et Rz
[ A SR R 2

(4) FRBMVE RIS S R BERIRY T LA GO BAR AT
GO ¥ddfiFE ( geneontology.org ) A% TR KNS SRR, Fribryaufig, &k
M FIRE =T HIIREE R, RS I IR E R, 7RI RIEE
P, GO # FH THAALIE R D) Re 4 28 hr 8 A R D RE ST 5 SR AT GO iR
TR R FEERRES, BTE RIS R 25 5 R B G ORI BN RRAIE SR R D 2R s 2
MESIRE M 2H 4 o #F L IF ) Gene Ontology ¥ 4 19 4% 3% s me i, 3 F1 JH GO
( http://www.geneontology.org/) FATIIREE LML/ #E AL 1 #% IR Biological Process
(GO-BP) , Cellular Component ( GO-CC ) , Molecular Function ( GO-MF ) —F}iii 37,
Tk 1T RR .
GO EHHEHEERANT 3£ 21 P

#* 21 GO Uifigsrtrak (i 717)
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BF GO:0006BES)  icosanoid metabol ic process 6. 09853 7626e—14 1. T10639804e—10 10

BF GO:003 1667 response to nutrient levels 5.038343008e—13 7.0662T76139e—10 14

BF GO: 007 1496 cellular response to 2.995T07135e-12 2. BO09BG61T1e—09 12
external stimulus

BF GO: 2000628 regulation of miBRNA 7.315139987e—12 5. 12974191609 B
metabolic process

EP GO: 0140747 regulation of ncENA 1.272021476e—11 6. 70503945509 B

transcription
EBFP GOz 000 1666 response to hypoxia 1.434233038e—11 6. 70503945609 11
EF GO: 0006631 fatty acid metabolic process 1.6TE25179%9e—11 6 7249947109 12

Ay

¥ : ONTOLOGY: GO &M Yid #4345, ID: GO 2% H K 2 i)

*Z; Description: EHEMIIH, 7% GO 4FK; pvalue: Fisher ¥5HAKCIEIFT 7H 5
p.adjust: KM fdr HEASIESG ) PAH; Count: 225805 8 LG 21iZ GO 45 H LAY

AN

LB EIIE AR R EE A B GO Hrs iR (JB7R GO #4025 1+) (1 19) -
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GO Term

1 GO BRI K By
SR
19 HLA

RS
92 RFKE LA, AR
2 5

AR
N O Term,
H G

an

s A

Sy
v

@ /J\o
TRV pValue
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/I pvalue K/)y,
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pvalue

0. 003
0. 002
0. 001

~| Count
3

Q5
®

ONTOLOGY

FEl 20 # A EH GO B EMr 2 E

TE: EhRi ARl & FEFRJE Rich factor {E, Z\AEARN GO Term. Hirb, JEAREYKR
INFIRWSS R 28 AR AL, TRBOR, B AR MBERRER RS 1

pvalue K/, BB, pvalue /)N

(5) FRIBMYIVEFIHE B TR T HE A1 KEGG Pathway 4347
TUHR L 5 BRI 4H T R4 45 ( Kyoto Encyclopedia of Genes and Genomes, KEGG)
Pathway E03i % ( www.kegg jp/kegg/pathway.html), f#fF T 5P FIEL 4 T RE(S 4.,
SRR A A A R AR . S | F SRk . AR, DRI R RSF T
TR AEE R o TR S R DA BRI T, TRL T b 2 AU
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R TBRLESE BRI BN . XA RR ] KEGG M5 Homo sapiens  (‘human)
Ben AR PR 22 R B B A TR A TE
8 % AT 2 N SR 22

2 22 TR (AT 717)

h=alh207 Chemical carcinogenesis — receptor 3. 7e-11 1. 4e-09 12

activation

h=alb417 Lipid and atherosclerosis 4, 3e—11 4. 409 12

h=a0590 Arachidonic acid metabolism 1.9e-07 1.3e05 6

h=sa05206 MicroBNAs in cancer 4. 4e-07 2.3e0h 10

h=a05235 PO-L1 expression and PI-1 checkpoint 1. Be—06 7.3e-05 6
pathway in cancer

h=alb215 Prostate cancer Je—-06 le—04 6

h=al5161 Hepatitis B 4. he—06 0.00013 7

H: ID: f£ KEGG #¥EFE 155 ;  Description: &HEMIH, 17 KEGG 4
FK; pvalue: Fisher Ktk s T4l ; p.adjust: KA fdr J57EMIEA Y P{H; Count:
B 2 1 ST R KEGG 4% H_ERYEE N5

DL ERIE R R SR Pl s R (I 21)
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Toxoplasmosis [hsa05145] L J

HIF-1 signaling pathway [hsa04066]

Th17 cell differentiation [hsa04659]

pvalue
6e-06
te-06
2e-06

Hepatitis B [hsa05161]

Prostate cancer [hsa05215]

o
5
o

® s

[ Iy

. . . - ®:

PD-L1 expression and PD-1 checkpoint pathway in cancer [hsa05235)

o

o

®u

MicroRNAs in cancer [hsa05206] o~

Arachidonic acid metabolism [hsa00590]

Lipid and atherosclerosis [hsa05417]

Chemical carcinogenesis receptor activation [hsa05207]

0.20 0.25
Rich factor

K 21 485 R KEGG AUE i e A 0 b <

0. 30

T IR AL bR B AR S Rich factor {H, JAAe4R0 KEGG Pathway {5 & Hr,
(5] P& F18) RS /N2 Bt S5 i R I 1 5, [RIRBEROR, kel 225 [RIBE R B (R IE
JG B pvalue K/, BREERZL, pvalue H/)

PAET I BB AR R 45 FdE B T4 2R (R ) (K22) .
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Toxoplasmosis [hsa05145]

HIF-1 signaling pathway [hsa04066]

Th17 cell differentiation [hsa04659]

Hepatitis B [hsa05161]

Prostate cancer [hsa05215]

Q
=}
=
=
-+

EERET 1)
= (000~
o=

PD-L1 expression and PD-1 checkpoint pathway in cancer [hsa05235]

MicroRNAs in cancer [hsa05206]

Arachidonic acid metabolism [hsa00590]

Lipid and atherosclerosis [hsa05417]

Chemical carcinogenesis — receptor activation [hsa05207]

0.0 2.5 7.5 10.0

*logl%gévalue)
Bl 22 5 ER 1 B AR i BT R
T E PR AR R-log10( pvalue), PAAEFR 38 B A4 PR, Hop, HEFK BERIR pvalue

KN, TS, pvalue /s BUEBTR, MUSRIZER EREGEABZ,

(6) ¥EE 0 PPI M4 2 /b
A5 B -0 R S AH AR 25 43 8 ( Protein-Protein Interaction Network
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Analysis, PPI Network Analysis ) , JEfH T AW EEMRHNEZ —, EHHARIETH
A RERE ST A PPT 2% LA AERG I R) R0 23 ) F A b — 2, Al s 2R 1 AR B
RIS, ATLAHE — P B 1 SR s R OCBE a . ARITE A EE PPL R 2%
M H B ARG Bk STRING %4ii/% (vil, string-db.org) o R4 fidEH A
if) STRING {4 /% Homo sapiens ( human)" ' (A EAEFE &, WEHSEAK
P28 EAER, 4 AR 5] 23

= - -

B 23 R AR R4

(7)) ARy -HE A -0 o 1) O 28 A A
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AT - L 0 6 ) X 245 R S ) A 1 A R A A A, I B in A
PSR EE T AOCR | AN S R OCR . M AR 5] 24,

s el &

Kl 24 fRHIY-5-GO HAEM 2% A

(8) BT57- AR5 A5 -3 - P 235 Ay 7

HESIRTPHIR B R M . 2R AR, BERHGIIA MU DT FCA IR
AT 50 A5 HAE ISR AR, AT 2000 A ILSE0 -4 TR - -0 P 2%
B, T B ABREEZS Y IR PR miaEpLR (K 25) .
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Heqse

e E R RS EERERRRRRERRE)

I E R T R R R E R R R N

Bl 25 5275- Ao -AF FH R -3 - X 24 14
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BEPF 2

FieEEaE Stk 18 M Th RE IR AR Hh 7 B LR 25 41 05 9 R 28 A I
BT YR B

IWIIREESEZ/L A o e ENroN K

R HA HAHME AR SR LT B (venn plot) 1Y J7
XTI . 6 BIEE— I IRAEE A, FFRARRE O T 5,
MR Br I B A st s ek, FRKEHT &l
ZAMILARCY), AT LR 25 I A LB

Z7FB2D

B 1. 1 2 iaE oM BUIE ( Venn diagram of serum pharmacochemical analysis )
e B PASTR] e A B SR R A 4500 22 T AR, IR b gk AR Z 1A i SR i ARk i A4

2 M AR S B

FASRAE AT S48 X P A B AP AE SOC R AT 0, N T i A8 B P K A A
KEVIRERE, PIAAS 2 (A AR SRR ST A SRR e SRR . MO AR r BO(ELAE-1 70 1 Z W],
{EA] DU S I AAEAT (B TEAHSGRY, o fEAE 0 A1 1 Z08]5 SARHSGmY, o {EAE-1 A1 0 Z I, r fY
dikt (ERREET 1, PSR OCHRRR B RR, ¢ MAXHEEREEIT 0, PIARHREIYSCEE Fepribiss
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& 2. AR ARIE R ( Correlation heat map of the metabolite into blood )
RPN , AR B PR R BRI AHE RO, RN IEHE, BEITRMAMHEG,
Bite MO G RE . R A R S TR

3. B ZE ST
3.1 R A M\A LRSSV F#E
IR 25 5 N ChEMBL $48 1% . TCMIO S5 R A A5 Gt i VR R 550 O F AR IR S e Fn 2k
2iPEXH R AT 1%, %5 B Percent Human Oral Absorption K F 55T 30%,DL K T45F 0.18, &5
ZERINTT 3R
= 4. AR E TR SR (FT 7 17)

NameEN PercentHumanOralAbsorption DL Gene_Name
alpha—Linolenic acid 87.3028 0.459088149 F7
alpha—Linolenic acid 87.3028 0.459088149 FFAR4
alpha—Linolenic acid 87.3028 0.459088149 FFAR1
alpha—Linolenic acid 87.3028 0.459088149 CYP19A1
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alpha—Linolenic acid 87.3028 0.459088149 PPARG

alpha—Linolenic acid 87.3028 0.459088149 LMNA

alpha—Linolenic acid 87.3028 0.459088149 RECQL

3.2 FRBOCTEBRIRTT AN
B M genecards B PR A AR TR HL A
5. KPR LSRG 7 17)

Disease_name Source UniProtKB_AC Gene_Name
sepsis complicated with genecards P01375 TNF
ards

sepsis complicated with genecards P05231 1L6
ards

sepsis complicated with genecards P21817 RYR1
ards

sepsis complicated with genecards P15924 DSP
ards

sepsis complicated with genecards P22301 1IL10
ards

sepsis complicated with genecards P04637 TP53
ards

sepsis complicated with genecards P02545 LMNA
ards

3.3 /IS VENN 7387

e AMUSIME ISR AT . SRS PR A A R L5 B (venn plot ) o 3 UK — il C3k—
A, FFHAARMBI OB TN, 58 RSB B BT T St R e E
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bolites

[l 3. #0595 78U ( Venn plot of targets analysis )
e BIPOASTR] (o At QR Rl AL 00 22 TR A s, AR v AR R4 0 =2 e AT (A SRR 4 A A4

3.4 AR E FHHE 55 S 1R TS GO & &R i

GO $#li /% ( geneontology.org ) (1% T REFS 5HAEY LR, FrCMAa s, KIEWTTI
RE = MR (EE, RS TIRFEMIIRRERS , AERERRE S, GO & Tt
K D) BE 7 e hr 28 ML R D REIF X 15 SR AL GO PR R AEs sl , BERIE 53 H 2=
SFRIRIGCER I B FEIEEE R D R B MR D RESE A & o FF 2L K 7] Gene Ontology %4l 12
B4 S e, FEFIH GO (http://www.geneontology.org/) AT HIRE & &M Hr . LS E AR
Biological Process (GO BP ) , Cellular Component ( GO_CC ) , Molecular Function ( GO MF ) =
i VA= Wi i 0 3

GO BRI ERAN T R :

% 6. GO TIREZMHT R (Al 7 17)

ONTOLOGY ID Description pvalue p.adjust Count

BP GO:0071216 cellular response to biotic | 9.46097E-20 3.88373E-16 20
stimulus

BP G0:0032496 response to | 1.04422E-18 2.14325E-15 21
lipopolysaccharide

BP G0:0002237 response to molecule of | 3.4715E-18 4.75016E-15 21
bacterial origin

BP G0:0032102 negative  regulation  of | 5.01423E-17 4.80169E-14 22
response to external
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stimulus

BP G0:0036293 response to  decreased | 5.84859E-17 4.80169E-14 19
oxygen levels

BP G0:0001819 positive  regulation  of | 1.08401E-16 7.41644E-14 22
cytokine production

BP GO:0070482 response to oxygen levels 2.82606E-16 1.65728E-13 19

: ONTOLOGY: GO #W#EM M EWdFEs2E;  ID: GO ZH7EFWRE TGS ;  Description: &AMIH, & GO %FK; pvalue:
Fisher W§#R2 560 14T 40 ;  p.adjust: SR fdr ZVABIEGHY P {H;  Count: 225 SR I 2% GO & H FIYE A4
LB E IR R LS B EH GO Frgh S (JB/R GO &0 35mi 1) -

—lagy, (P value) [ 10 M 15 ONTOLOGY I sr 0 cC I i

o - .. e eSS I
& & =

GOTerm

& 4. ¥EEIEH GO BAEMT/TEITE
B EEAARA GO Term, SAARHR IS )22 S IGRE AN, ARIE @& BP. CC. MF, #EHEEIR pvalue K/, Hifh
PR, pvalue i /)

DI K RE R R S H GO g2l (JER GO #&7r2KHi+) -

g

=

£
3z
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nitric-oxide spnthase regulator activity 60:0030235] 1 A
serine type endopeptidase activity 60:0001252] A

Tigand activated tramseription factor activiry G0:00988311 A
auelear veceptor activity G0:0001879] A

ubiquitin like protein ligase binding 60:0011389] A

serine hydrolase activity 60:0017171] A
ubiquitin protein ligase binding 00:0031625] A
serine type peptidase activity [G0:0008236]4-—--—-————mm——m oo

R¥A polvmerase II specific DNA binding transcription factor binding G0:0061620|{ v A

DNA-binding transcription factor binding 60:0140297)+-—-

blood wicroperticle 60:00725621{-—---—-—- e - p"q;h(l]i,%
membrane microdomain GO:Q0988567 |-~ £ e 1. 5e-06
1.0e 06
membrane raft _60:0045121] - - 5. 00-07
cell-substrate junction _60:0030063) f--------——————————mm
Count
focal adhesion _GO:0008925] f-——--——————-——mm = ® 5
[
cyioplasmic vesicle lumen _GO:0060205]1-——--—- e
| Bt
seerctory grannle lumen _60:0034774) 4~ = sasan " . 5
20
vesicle lumen GO:0031983] -
ONTOLOGY
Meolin=l-rich granule _60:0101002] f-—------ SN (S —— -
i " c
icolin=l-rich granule lumen 6O:1904813] - ® - L
cellular response lo lipopolysaccharide [60:0071222] f-—=--—--——=—=—=m——-mm-oo
regulation of inflammatory response [GO:DOGOTRT] fmmmmmm=mmmmmmmmmmmm o oaee SUNNN E—

response 1o hypoxia J60:0001666] 1---

esponse Lo oxvgen levels [6G0:0070482]
positive regulation of crtokine production G0:0001819] - = - — |
vesponse to decreased oxvgen levels 60:003620311 s = S ==
negalive regulation of response 1o exlernal stimilus 60:0032102] - =
response to molecule of bacterial origin 60:0002237] ||
respanse to lipopolysaccharide 00:0082196] i

cellular response to biotic stimlus "C0:0071216] B

0.1 0.2
Rich tactor

P 5. HES T GO BT IE
T B RAAR N B 4EFRIL Rich factor i, HAARH GO Term. HiHr,  TRARAYI/NITRMATH 225 Fk AL, TR, i
Wz AR RIBIEFREEIEG Y pvalue K/, BIEMZL, pvalue i)

3.5 AR FTHE S 5 169 7 HE AU ) KEGG Pathway 734

TR IEN 5 I R 4 1 B4 15 (Kyoto Encyclopedia of Genes and Genomes, KEGG) Pathway 4 2
(www.kegg.jp/kegg/pathway.html), fififF | FEPIFISER A A DI RE (5 8., LIE I i 20 i A Akt A an gt
. s R SR AR, LRI RS TE B AR AR . e R W R
PGHE B AT oA, FTLL T g b 25 A 8808l i 5 IR LR PR ORTAI TR . X4 R A H] KEGG
3548 2% Homo sapiens (human) 5l e 4 (1 i 22 IR i E 4 7 8 a5 B I 4 o

PSRN BT

7. WERIIHTRT 717)

ID Description pvalue p.adjust Count

hsa05417 Lipid and atherosclerosis 3.06997E-27 7.39863E-25 29

hsa05418 Fluid shear stress and | 5.96053E-14 7.18244E-12 16
atherosclerosis

hsa05205 Proteoglycans in cancer 2.08314E-12 1.67346E-10 17

hsa05145 Toxoplasmosis 1.35421E-11 6.53827E-10 13

hsa04915 Estrogen signaling pathway 1.35649E-11 6.53827E-10 14

hsa05215 Prostate cancer 4.59179E-11 1.84437E-09 12
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hsa05163 Human cytomegalovirus | 1.04234E-10 3.19147E-09 16

infection

. ID: 7€ KEGG #HE 5145 ;  Description: W4EMWIH, 5 KEGG £4FK; pvalue: Fisher MBI 4T/ME; p.adjust: >R
H fdr J7AIEJ B P (B Count: ¥UGEE H YU 211X KEGG 4 H ERYEH ML

P FARER)E, FRATRAE A A7 KEGG 18 E i riric.

PENTOSE AND GLUCURONATE INTERCONVERSIONS'

Poh(l 4-0-D-galacturonide)
31111

Poly(1 4-a-D-galacturonate)(n)

32115 32115

Unsaturated
gala
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7 3
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N
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i su
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Data on KEGG graph
Rendered by Pathview

& 6. #USE A KEGG i i &l
: B RS RAE A,
DL R TR 2R s i B Eﬁ”‘“%ﬁ*ﬁétﬁ"% (JEIRI T E5 )

[ 7. 8LSEA R KEGG Uil i 42704 U &
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Coronavirus discase = COVID-19  hsu5 171 fnmmmmmmmmmm @

Kaposi sarcoms—ussocialed herpesvirus infection  hsa05167_ - e oo - = o
€ type Teetin vecepror sigmaling pathway _haat4623_ 1@
Human ey tonegalovimns infection  hsa05163. &

pvalue
1.50-10
Prostate camcer |hsal5215 1 @ 1.0c-10
5. 0c-11

Count

Estrogen signaling patheay sa04915,

Tovoplasmosis _hsadilda_

Proteoglyeans in cancer _hsaiZ0i_

Fluid shear stress and acherosclerosis _hsallhd18_ @

1ipid and atherosclerosis _hsa05117. [ ]

0.15 0.20 0.25 0.30 0.35
Rich factor

B RS PR BRI Rich factor {1, SUAHRA KEGG Pathway 7 8. Jorb, BRI/ FORWUTE BEAOHLEE (108, B,
ki %5 BIBREERRRER 19 pyalue K/b, BUELELL, pyalue /.,
PAELT5 PRIE sUR R S T A5 2R (R aR a4t )
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Coronavirus discasc — COVID-19

Kaposi sarcoma associated herpesvirus infection

C-type lectin receplor signaling pathway

Himan cytomegalovirus infection

Prostate cancer

Estrogen signaling pathway

Toxaplasmosis

Proteoglycans in cancer

Fluid shear stress and atherosclerosis

lipid and atherosclerosis

Lhsa05171]

Thsa0h167]

Lhsa04625]

[hsa05163]

Thsa05215]

Lhsa04915]

Thsa06143]

Thea05205]

[hsa05418]

Thsa051177

1

n

IH

o

10
Logl0(pvalue)

Pl 8. LA 4 P T B 5 SR AT 2L A

e B AR A -log10(pvalue), SAARFRAEEAFR, H, 7K EHRR pvalue K/, HETFMK, pvalue B/ BUEMITE, WGTRIZ

il SO YR { S P e

3.6 #U S A T11Y PP LK FEE S BT

A A - N A A EAE I 4% 20 AT ( Protein-Protein Interaction Network Analysis, PPI
Network Analysis ) , 28 A HPREEMFRNEZ — EABTETHEAEY) DI RE 8 P i PPI
PO LL AEHFI (] A2 ) F A B — 20, Ml s R AR EAE TN, rTRA . — DA AT 4R
FE AR R G . AT H A PPT MR B AR SR STRING ¥ (vit,

Count.

Sk
W25

string-db.org ) . FFHL 5 HE A STRING %44 Homo sapiens (human)F & FMAHEAERH X &,
P R R S AR, 2 EARRIAnT 14 -

51



Pl 9. B A AR P2 1A

3.7 AR - 300 o ) 0 28 R S
PRI -4 5 -0 S 1) DO 28 R 2 A [ B 1 R I8 A AT, IS I AR 5 3 s
SREVESSEANE LY ki S RoRii R S S E R R (H L I P
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4. /NG5 5T -

ARSCRARGT T MGEIEARSE ARDS R PYERES R 77k, MBS BISC ki g dr 1 <24
TE RS 1o — 7 BT R AR A 5 SRS o A P e =CRRPAT, i e o LB 5 B
B2y A B AR BEALA ARG &, A 15 DI At BEA# ARDS A # KB 77 10]
SCEERIH MR T BRI 2 5757, Iz S i 25 B AR A SOl 4T T BT,
BOUE T HAE N B WMSCR B A FRE A X R T 28 5 B OIS D77, AUa7s 1P 2o ad
PRI PR, b LG e 25 RIR A BUREL AL IR T4 1528

AN, 3 AR A 5 - J - - BB R 4, FRATTRE S 17 AT 7 30 v 24 2 A e ik 22
THORI T HLAZIRE , WA RN FRCR Y o XA UINGE T B0 T v B2 250 PB4 2R
WA TS R HEA IR 7 5 S8R I 1o S

i bRTIR, ASCGED RS IR AR B S, BT R R E AP i ARDS J7
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	标准编制组在对收集的资料进行整理研究之后，标准编制组召开了标准编制会议，对标准的整体框架结构进行了研
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